SUPPLEMENTARY MATERIALS AND METHODS
induced permeabilization. Then eight volumes of DMEM containing 1.8 mM Ca 2+ were added to reseal cells. Permeabilization efficiency was controlled by flow cytometry 1 hour after addition of DMEM. Dual-parameter flow cytometry using PI (10 µg/ml added just before FACS analysis) for dead cell staining and rhodamin-labelled oligonucleotide or Cy5-dUTP (10 µM during the permeabilization procedure) for monitoring permeabilized cells was
performed (Supplementary Figure 2).
In vitro triplex formation and cross-linking. Naked genomic DNA (10 µg) was treated with 10 µM of Pso-TFO in a buffer containing 50 mM Hepes pH7.2, 50 mM NaCl, 10 mM MgCl 2 , 0.5 mM spermine, 1mM EDTA and irradiated at 365 nm (4.5 J/cm 2 ).
Analyses of Pso-TFO-induced adducts. Triplex-induced adducts were analyzed by different methods.
Dra I protection assay and Southern blotting. Genomic DNA of treated cells was purified and first incubated in the presence of an oligonucleotide that is complementary to the TFO/PPT (5'agGgGgGaAaAgAaAa 3', small letters indicate LNA nucleotides) and used at a 1.5-fold excess compared to the Pso-PPT. This step is necessary to trap the Pso-PPT that was not cross-linked and to prevent non covalent triplex formation during the analysis procedure.
Then Dra I digestion was carried out overnight at 37°C. The fragments generated by cleavage of genomic DNA were separated by electrophoresis (agarose gel) and detected by Southern blot (Figure 2 ). The probe was obtained by T 7 transcription of pSPluc+ plasmid (Promega) following Nco I linearization (luciferase antisense RNA, 1700 nt long).
Quantitative PCR analyses. Real-time PCR (for luc, GFP, TRβ, CASK, COL4A1 genes):
The PCR conditions were as follows: reaction in (1x) PCR mix containing (1x) Brilliant SYBR Green Master Mix (Stratagene) and 30 nM of reference dye, Rox, and 400 nM of each primers; 10 min at 95°C and 40 cycles with 30" at 95°C; 1 min at 59°C; 30" at 72°C;
SYBRgreen and Rox (used for correction of tube-to-tube variation) fluorescences were read after each cycle. Primer sets for all the targeted loci containing an oligopyrimidine•oligopurine sequence and the region were described on Supplementary Competitive PCR (for luc and VE-Cadherin genes): For the gene of interest, a competitor DNA fragment was generated and known amounts of competitor (10-fold dilutions followed by progressively closer dilutions in the range of equivalence) were co-amplified with an unknown amount of genomic template, in the same tube with the same set of primers. The two amplified products (from sample and competitor) were analyzed by 8% PAGE in TBE.
Conditions for PCR amplification were as follows: 30" at 94°C; 30" at 57°C; 30" at 72°C; 35 cycles, for VE-cadherin (both target and control regions) and luc gene; for GFP gene, 30" at 94°C; 30" at 60°C; 30" at 72°C; 35 cycles. Primers and competitor fragments were described in Supplementary Table 1 . 
SUPPLEMENTARY FIGURE LEGENDS

